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Prokaryotes vs. Eukaryotes



Prokaryotes vs. Eukaryotes in library prep
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Prokaryotes vs. Eukaryotes in Data Analysis

Preprocessing: adapter 
trimming, quality trimming…

Preprocessing: adapter 
trimming, quality trimming…

Quantify gene expression: 
splice aware aligner to genome/

Bowtie2 to transcriptome

Quantify gene expression: no 
splice (Bowtie2)

Differential expression analysis Differential expression analysis

Operon prediction, transcript 
boundary identification,



Rockhopper

• https://cs.wellesley.edu/~btjaden/Rockhopper/ 

• A java based program, which can be run in GUI based fashion or on command 
line. 

• It carries out all types of analysis for bacterial RNASeq 

• Differential expression 

• transcript boundary identification 

• operon prediction




